In the title compound, C 19 H 20 F 2 N 2 O, the six-membered piperazine group adopts a slightly distorted chair conformation. The dihedral angle between the mean planes of the two benzene rings is 73.4 (6) . The mean plane of the ethanone group is twisted from the mean planes of the two benzene rings by 66.7 (8) and 86.2 (6) . In the crystal, C-HÁ Á ÁO and C-HÁ Á ÁF interactions link the molecules, forming a threedimensional structure.
Related literature
For the biological activity of piperazines, see: Bogatcheva et al. (2006); Brockunier et al. (2004) . For a review of pharmacological and toxicological information for piperazine derivatives, see: Elliott (2011) . For related structures, see: Betz et al. (2011a,b) ; Dai et al. (2012) ; Dayananda et al. (2012a,b) ; Zhong et al. (2011) . For puckering parameters, see: Cremer & Pople (1975) . For reference bond-length data, see Allen et al. (1987) . Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1 2 ; y þ 1 2 ; Àz þ 1 2 ; (ii) Àx þ 2; Ày þ 2; Àz þ 1.
Experimental
Data collection: CrysAlis PRO (Oxford Diffraction, 2010); cell refinement: CrysAlis PRO; data reduction: CrysAlis RED (Oxford Diffraction, 2010); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL.
ASD thanks the University of Mysore for research facilities. JPJ acknowledges the NSF-MRI program (grant No. CHE1039027) for funds to purchase the X-ray diffractometer. (Brockunier et al., 2004; Bogatcheva et al., 2006) . A review on the current pharmacological and toxicological information for piperazine derivatives is described (Elliott, 2011) . In the asymmetric unit of the title compound, (I), the 6-membered piperazine group (N1/C3/C4/N2/C5/C6) adopts a slightly distorted chair conformation with puckering parameters Q, θ and φ of 0.568 (9) Å, 172.2 (7)°, and 350.979 (8)° (Cremer & Pople, 1975) , respectively ( Fig. 1 ). For an ideal chair θ has a value of 0 or 180°. Bond lengths are in normal ranges (Allen et al., 1987) . The dihedral angle between the mean planes of the two benzene rings is 73.4 (6)°. The mean plane of the ethanone group (C1/C2/O1/N1) is twisted from the mean planes of the two benzene rings by 66.7 (8)° and 86.2 (6)°. Weak C-H···O and C-H···F intermolecular interactions (Table 1) are observed providing increased stability with crystal packing (Fig. 2) .
1-{4-[Bis
Experimental 4,4′-Difluorobenzhydryl piperazine was obtained from R. L. Fine Chem., Bengaluru, India. 4,4′-Difluorobenzhydryl piperazine (2.88 g, 0.01 mol) was dissolved in 10 ml of absolute ethanol and acetylsalicylic acid (1.81 g, 0.01 mol) was also dissolved in 10 ml of absolute ethanol. Both the solutions were mixed and stirred in a beaker at 333 K for 30 min.
The mixture was kept aside for a day at room temperature. The compound formed was filtered and dried in a vacuum desiccator over phosphorous pentoxide. The compound was recrystallized from a mixture of toluene and dimethyl formamide by slow evaporation (m.p. 418-423 K). 
Refinement
All of the H atoms were placed in their calculated positions and then refined using the riding model with C-H lengths of 0.93, 0.98 (CH) or 0.96 Å (CH 3 ). The isotropic displacement parameters for these atoms were set to 1.19 to 1.20 (CH), 1.19 to 1.20 (CH 2 ) or 1.50 (CH 3 ) times U eq of the parent atom. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Computing details

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq F1 0.5160 (2) 0.80482 (10 0.0448 (10) 0.0348 (9) 0.0278 (9) −0.0085 (7) 0.0137 (7) −0.0037 (7) C6 0.0516 (11) 0.0410 (10) 0.0305 (9) −0.0107 (8) 0.0126 (8) −0.0011 (7) C7 0.0355 (8) 0.0342 (9) 0.0315 (9) 0.0023 (7) 0.0152 (7) 0.0004 (7) C8 0.0410 (9) 0.0347 (9) 0.0334 (9) −0.0048 (7) 0.0181 (7) −0.0038 (7) 
